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Sequence :CR20AF Length: 1530 RW 

ATT TCT" TGT GGC TCT CCT CCG CCT ATC CTA AAT GGC CGG ATT ACT 45 

ISCGSPPPILNGRIS 

TAT TAT TCT ACC CCC ATT GCT GTT GCT ACC GTG ATA AGG TAG AGT 90 

YYSTPiAVG TVlRYS 

TGT TCA GGT ACC TTC CGC CTC ATT GGA GAA AAA AGT CTA TTA TGC 135 

CSGTFRLI GEKSLLC 

ATA ACT AAA GAC AAA GTG GAT GGA ACC TGG GAT AAA CCT GCT CCT 180 

ITKDKVDGTWDKPAP 

AAA TGT GAA TAT TTC AAT AAA TAT TCT TCT TGC CCT GAG .CCC ATA 225 

KCEYFNKYSSCPEPl 

GTA CCA GGA GGA' TAC AAA ATT AGA GGC TCT ACA CCC TAC AGA CAT 270 

VPGGYKIRGSTPYRH 

GGT GAT TCT GTG ACA TTT GCC TGT AAA ACC AAC TTC TCC ATG AAC 3.15 

GDSVTFACKTNFSAlN 

GGA AAC AAG TCT GTT TGG TGT CAA .GCA .AAT AAT ATG TGG GGG CCG 360 

GNKSVWCQANNMW. .GP 

ACA CGA .CTA .CCA ACC TGT GTA AGT GTT TTC CCT CTC GAG TGT CCA 405 

TRLPT'CVSVFPLECP 

GCA CTT CCT ATG ATC CAC AAT GGA CAT CAC ACA A(,T GAG AAT GTT 450 

ALPMI HNGHHTSENV. 

GGC TCC ATT GCT CCA GGA TTG TCT GTG ACT TAC AGC TGT GAA TCT 495 

GSIAPGLSV TYSCES 

GGT TAC TTG CTT GTT GGA GAA AAG ATC ATT AAC TGT TTG TCT TCG 540 

GY- LLVGEK. I J N C I S S . 

GGA AAA TGG AGT GCT GTC CCC CCC ACA TGT GAA GAG GCA CGC TGT 585 

GKWSAVPR.TCEEA.R.C: 

AAA TCT CTA GGA' CGA TTT CCC AAT GGG AAG GTA AAG GAG .CCT CCA 630 

KSLGRFPNGKVKEPP 

ATT CTC CGG GTT GGT GTA ACT GCA AAC TTT TTC TGT GAT GAA GGG 675 

ILR'VGVTANFFCDE. G 

TAT CGA CTG CAA GGC CCA CCT TCT AGT CGG TGT GTA ATT GCT GGA 720 

YR' IQGPPSSRCVIAG 

CAG GGA GTT GCT TGG ACC AAA ATG CCA GTA TGT GGA GGT GGG "TCG 765 

OG.VAWTKMPVC G G G 

GGT GGC GGC GGA TCC GAC TQT GGC CTT CCC CCA GAT GTA. CCT AAT 810 

G — n — G — T~ DCGLPPD-VPN. 

GCC CAG'CCA GCT TTG GAA GGC CGT ACA AGT TTT CCC GAG GAT ACT 855 

A Q P A L E G R. T ,S F P E D T 

GTA ATA ACG TAC AAA TGT' GAA GAA AGC TTT -GTG AAA -ATT* CCT GGC 900 

V I TYK C E E. S- F . V K I .. P . 6 

GAG AAG: GAC 'TCA' GTG ATC TGC CTT AAG GGC AGT CAA TGG TCA GAT 9.45 • 

E> K D S V I -C L K G S Q V S D 

ATT GAA GAG TTC TGC AAT CGT AGC TGC GAG GTG CCA ACA -AGG CTA. 990 

I E EFC NRSC E'VRTRL 

AAT TCT GCA TCC CTC AAA' CAG CCT TAT ATC ACT CAG AAT TAr TTT 1035' 

N S- A" S L K Q P* Y I T Q' N .Y F 

CCA* GTC GGT ACT GTT GTG. GAA TAT .GAG TGC CGT CCA GGT TAC AGA 11)80" 

p V G 7 V V. E Y E -C R- P G: Y R 

AGA GAA CCT TGT CTA TCA. CCA AAA CTA ACT TGC CTT CAG AAT TTA 1T25 

R- £ P S L S *P. K L T C L Q- N L. 

AAA- TG6-TCC ACA GCA GTC GAA TTT TGT AAA. AAG AAA TCA. TGC CCT 11.70 

K W S T A VEFC 'KKK SCP 

AAT CCG: GGA -GAA ATA CGA. AAT GGT CAG ATT GAT GTA CCA GGT GGC 1215. 

ft V G E I R N G Q I D V P G .G . . 

ATA« TTA TTT -GGT GCA ACC .ATC TCC TTC TCA TGT AAC ACA. GGG TAG 1260. 

I LF GAT I S.F S CNT. GY 

AAA TTA TTT -GGC TCG ACT TCT AGT TTT TGT CTT ATT TCA GGC AGC 1305" 

k l f g s t s s f c. i i . s: g .s 

tct gtc • cag tgg agt gac ccg ttg cca gag tgc aga gaa -att tat 1350.. 

svqwsdp.lpejcreiy 

tgt cca gca cca cca caa att gac aat gga ata att caa ggg gaa 1395 

CP'APPQIDNGI )OGE 

CGT GAC CAT TAT GGA TAT AGA CAG TCT GTA ACG TAT GCA TGT AAT 1-440" 

ROH YGYRQS VTY' ACN 

AAA GGA TTC ACC ATG ATT GGA GAG CAC TCT ATT TAT TGT ACT GTG 1485' 

KGF TU I GEH S I YCTV 

AAT AAT GAT GAA GGA GAG TGG AGT GGC CCA CCA CCT GAA TGC AGA 1530 

NNDEGE WSGPPPECR 
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Sequence-: CR2CD59 Length: 1002 

ATT TCT TGT GGC TCT CCT CCG CCT ATC CTA AAT GGC CGG ATT A'GT 45 
ISCGSP-P PI LNG.RIS 
TAT TAT TCT ACC CCC ATT GCT GTT GGT ACC GTG ATA AGG TAG AGT 90 
YYST. PIAVGTVJRYS 
TGT TCA GGT ACC TTC CGC CTC ATT GGA GAA AAA AGT CTA TTA TGC 135 
CSGTF'RLIGEKSLLC 
ATA ACT AAA' GAC AAA GTG GAT GGA ACC TGG GAT AAA CCT GCT CCT 180 
ITK OkvDGT'WOK PAP 
AAA TGT GAA TAT TTC AAT AAA TAT TCT TCT TGC CCT GAG CCC ATA 225 
KCEYF NKYSSCPEPl 
GTA CCA GGA GGA TAC AAA ATT AGA GGC TCT ACA CCC TAC AGA C*T 270 
VPG GYKJRCSTPYRH 
GGT GAT TCT GTG* ACA TTT GCC TGT AAA ACC AAC TTC TCC ATG AAC 3:15 
GDSVTFACKTNFS MN. 
GGA AAC AAG TCT GTT TGG TGT CAA GCA AAT AAT ATG TGG GGG CCG 360 
GNK -SVWCffA NNilWGP 
ACA GGA CTA CCA ACC TGT GTA AGT GTT TTC CCT CTC GAG TGT CCA 405 
TR-LPT* CVSV.FPLECP 
GCA CTT .CCT ATG ATC GAC AAT GGA CAT £AC ACA AGT GAG AAT GTT 450 
A I P U I- H N G H H f S . £• N V 
GGC TCC ATT GCT CCA GGA TTG TCT GTG ACT TAC AGC TGT GAA TCT 495 
G S I* A P* G L 5 V T Y S C E S 
GCT TAC TTG. CTT GTT GGA GAA AAG ATC ATT MC TGT TTG'.TCTTCG 540' 
GY LLUG£KI i wclss- 
GGA AAA TGG AGT- GCT CTC- CCC CCC ACA TGT GAA GAG : GCA CGC TGT 5B5 
PK»SAVPpr CEEA ; RC 
AAA TCT CTA GGA CGA TTT CCC AAT. GGG AAG GTA AAG GAG .CCT CCA 630 
K. S L ' G R F P H' G K V K" £■ P P 
ATT CTC CGG' GTT GGT GTA ACT GCA AAC TTT TTC TGT GAT - GAA GGG 675 
I L R V G V T -A- N f F C' CT E G" 
TAT CGA CTG CAA GGC CCA. CCT TCT ACT .CGG TGt GTA ATT GCT GGA 7.20 
y R L Q G P P S-* S R- C V J AG 
CAG GGA GTT GCT TGG ACC AAA ATG CCA GTA TGT TCA GGA GGA GGA 765 
Q G' V A V- T K M P V C S G G G' 
GGT TCC CTG CAG TGC TAC AAC. TGT CCT AAC CCA ACT GCT GAC TGC 810 
G S. L Q C Y N C P N 'P T A. .D C* 
AAA ACA GCC- GTC AAT TGT TCA TCT GAT TTT GAT GCG TCT ".CTC ATT 855 
K T A V N C S S D F D A C £ I 
ACC AAA GCT GGG TTA CAA • GIG TAT AAC AAG TGT TGG AAG. TTT GAG 900 
T K A G L Q "V Y N. K C ff. K* F E. 
CAT TGC AAT TTC- AAC GAC CTC ACA ACC CGC: TTG AGG GAA AAT GAG 945 
HC NFNDVTT'RLRENE 
CTA ACG TAC TAC TGC TGC. AAG AAG GAC .CTG TGT AAC TTT AAC. GAA 990 
L TY Y C CK K 0 L C N F N E 
CAG CTT GAA AAT 1035 
Q L E N 
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WOT CCC CCA «Mt GCC CAG CCA GCT TTC 45 
GAA GGC CCT ACA AGT frT CCC GAG GAT ACT GTA ATA ACG TAC AAA 90 
fa GAA GAA AGC TTT CTG AAA ATT BcT GGC GAG AAG GAC TCA CTG 135 
ATC TGC CTT A S AG GGC AGT CAA TGG TCA GAT ATT GAA GAG TTC TGC 180 
AAT CGT AGC TGC GAG GTG CCA ACA AGG CTA AAT TCT GCA TCC CTC 225 

V Sag cct tat Ire act cag aat ?at (tt cca gtc ggt act gtt 270 

ha GAA TAT GAG TGC CGT OCA GGT TAC AGA AGA GAA CCT TCT CTA 315 
TCA CCA AAA CTA ACT TGC CTT CAG AAT TTA AAA TGG TCC ACA GCA 360 
GTC GAA TTT'TGT AAA AAG AAA fCA TGC CCT AAT CCG GGA GAA ATA 405 
CGA AAT GGT CAG ATT GAT GM CCA GGT ffiC ATA TTA TTT GGT GCA 450 
Sec ATC TCC fit TCA TGT AAC ScA GGG TAC MA TTA TTT GGC TCG 495 
IcT TCT AGT TTT TGT CTT ATT TCA GGC AGC TCT GTC CAG TGG AGT 540 
Ir C CCG TTG CCA GAG TGC AGA GAA ATT TAT TGT CCA GCA CCA CCA 585 
CAA ATT GAC AAT GGA ATA fa CAA GGG GAA CGT GAC CAT TAT GGA 6.30 
TAT AGA CAG TCT GTA ACG TAT GCA TGT AAT AAA GGA TTC ACC ATG 675 

Itt gga Hag cac tct Itt tat Jar act ctg aat aat gat gaa gga 720 

GAG TGG AGT GGC CGA CCA CCT GAA TGC AGA TCC TCT GGT GGC GGT 765 

jgC TCG GGC GGA GCT GGG TCG GGT GGG GGC GGA TCC ATT TCT TGT 810 

GGC fcT CCT CCG GCT ATC CTA AAT GGC CGG ATT ACT TAT.TAT TCT 855 

ACC CCC ATT GCT GTT GGT ACC GTG ATA AGG' TAC ACT TGT TCA GGT 900 

ACC TTC CGC CTC ATT GGA GAA AAA ACT CTA TTA TGC ATA ACT AAA 945 

GAC AAA GTG GAT GA ACC TGG GAT AAA CCT GCT CCT AAA TGT GAA 990 

TAT TTC AAT °m TAT h TCT' TGC CCT GAG.CCC ATA GTA CCA GGA 1035' 

GGA ^AC AAA *TT AGA GGC TCT ACA CCC TAC AGA CAT GCT GAT' TCT tdBO; 

GTG ACA m GCC TCT AAA ACC AAC TTC TCC ATG AAC GGA: AAC AAG 1125 

TCT GTT TGG TGT CAA GCA AAT AAT ATG TGG GGG CCG ACA CGA CTA 1170 

^CA ACC TGT GTA ACT Jirfel! gCT TC GAG" TGT CA ScA CTT p C*T T21S 

ATG ATC fa AAT IgA CAT EaC.ACA ACT GAG AAT GTT GGC.TCC ATT 1260 

GCT CCA GGA TTG TCT GTG ACT' TAC AGO fGT GAA TCT GCT, TAC TTG 1305 

CTT CTT GGA GAA AAG ATC ATT AAC TGT TTG" TCT TCG GGA. 'AAA- TGG 1350 

AGT GCT. GTC CCC CCC ACA TGT GAA GAG GCA. CGC TCT AAA TCT CTA 1395' 

iGA CGA TTT CCC. AAT GGG AAG. GTA AAG GAG CCT CCA ATT CTC CGG 1440. 

GTT GGT GTA ACT GCA AAC TTT TTC TGT GAT GAA GGG TAT CGA CTG 1485 

CAA GGC jjcA Jcr fcT AGT &G TGT GTA ATT GCT GGA CAG GGA GTT 1530 

GCT TGG ACC AAA ATG CCA CTA TCT 1554 ■ 
AV/TKMKVi/ 
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Sequence-: CD59CR2 Length: 1035 

CTG CAG TGC TAC AAC TGT CCT AAC CCA ACT GCT GAC TGC AAA ACA 45 
LQCYN CPNPTADCK 'T 
GCC GTC- AAT TGT TCA TCT GAT TTT GAT GCG TGT CTC ATT ACC AAA 90 
AVN CSSDFDACLITK. 
GCT GGG TTA CAA GTG TAT AAC AAG TGT TGG • AAG TTT GAG CAT TGC 135 
AGLQVYNKCtf'KFEHC 
AAT TTC AAC GAC GTC ACA ACC CGC TTG AGG GAA AAT GAG CTA ACG 180 
NFN DVTT RLRENELT 
TAC TAC TGC TGC AAG AAG GAC CTG TGT AAC TTT AAC GAA CAG CTT 225 
YYCCKKDLCNFNEQL 
GAA AAT TCC TCT GGT GGC GGT GGC TCC G GC GGA GGT GGG TCC GGT 270 
ENS'SG G.GGS G6GGSG • 
GGC GGC GGA TCC ATT TCT TGT GGC TCT CCT CCG CCT ATC CTA AAT 3.15 
G G. G 5 I SCGSPPP I LN 
GGC CGG ATT- AGT TAT TAT TCT ACC CCC ATT GCT GTT GGT ACC GTG 360 
GRISYYSTPIAVGTV 
ATA AGG TAC A*GT TGT TCA GGT ACC TTC CGC CTC ATT GGA GAA AAA 405 
I RYSCS GTF .RL IGEK 
ACT CTA TO TGC ATA ACT AAA GAC AAA GTG GAT GGA' ACC TGG GAT 450 
S L L :C I .T K D- K~ V D 6 T -V D 
AAA CCT GCT "CCT AAA TGT GAA TAT TTC AAT MA TAT TCT TCT TGC 495 
KP APK CEYFNKYSSC 
CCT GAG CCC ATA GTA CCA GGA GGA TAC AAA ATT AGA GGC TCT ACA .540 
P £- P* I V P £ G Y K I. R G S T 
GCC TAC AGA .CAT GGT .GAT TCT GTG ACA TTT GCC TGT AM ACC. MC 585 
P Y'RH G D'SVT.F-A CKT N 
TTC TCC ATG AAC GGA MC MG TCT GTT TGG TGT CM GCA MT AAT 630 
F S UN G N K S V W C Q. A' N N! 
ATG TGG GGG CCG AGA CGA CTA CCA AGC TGT GTA AGT GTT- TTC CCT 675 
M: IT G P T R L P T 'C V S- V F P. 
CTC GAG TGT CCA GCA .CTT CCT ATG ATC jCAC AAT GGA CAT CAC ACA 720 
L ECPA L.PMI HNGH HT 
.AGT GAG MT GTT GGC TCC ATT GCT CCA GGA TTG TCT GTG ACT- TAC 765 
S ENVGS I APGLSVT Y 
AGC TGT GAA TCT GGT TAC TTG CTT GTT GGA GAA AAG ATC ATT MC 810 
SCE5 GrYLLV:GEKI IN 
TGT TTG TCT TCG' GGA MA TGG AGT GCT GTC CCC CCC AGA. TGT GAA 855 
CL'SSGKISAV. PP'TCE' 
GAG GCA CGC TGT AAA TCT' CTA GGA CGA TTT CCC AAT GGG -AAG' GTA 900 
E. A- R C' K S L G R F P N -G K V ■ 
AAG GAG CCT- CCA ATT CTC CGG GTT GGT GTA ACT GCA AAC TTT TTC 945 
K E- P P J L R V G' V T A N F F 
TGT GAT GAA GGG TAT CGA. CTG CAA GGC .CCA CCT TCT AGT CGG TGT 990 
C 0 E G Y R L Q G P P S. S R C 
1035 



FIGURE 11 



WO 2004/045520 



PCT/US2003/036459 



12/31 



DAF constructs 



CD 

1 

u 




10 ■ 10 ■ 10 3 

Relative fluorescence 



10 1 



FIGURE 12 



WO 2004/045520 



PCT/US2003/036459 



13/31 




FIGURE 13 



WO 2004/045520 



PCT/US2003/036459 



14/31 



CR2-Cd59 binding to captured C3d-biotin 
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Sequence-: CR2Fc Length: 1530 ^ „ 

atS ggc ggc gcg ggc ctg ctc ggg Bit nc ttg gct CTC GTC GCA 45 
MGAAGLLGVF.LALVA 
CCG GGG GTC CTC GGG ATT TCT TGT GGC TCT CCT CCG CCT ATC CTA 90 
PGVLGISCGSPPPIL 
AAT GGC CGG ATT AGT TAT TAT TCT ACC CCC ATT GCT GTT GGT ACC 135 
NGRiSYYSTPlAVGT 
GTG ATA AGG TAC AGT TGT TCA GGT ACC TTC CGC CTC ATT GGA GAA 180 
VIRYSCSGTF'RLIGE 
AAA AGT CTA TTA TGC ATA ACT AAA GAC AAA GTG GAT GGA ACC TGG 225 
K S. LLCITKDKVDGTW 
GAT AAA CCT GCT CCT AAA TGT GAA TAT TTC AAT AAA TAT TCT 'TCT 270 
DKPAPKCE YFNKYSS 
TGC CCT GAG CCC ATA GTA CCA GGA GGA TAC AAA ATT AGA GGC TCT 315 
CP EPIVPGGYKIR GS 
ACA CCC TAC AGA CAT GGT GAT TCT GTG ACA m GCC TGT AAA ACC 360 
TPYRH GDSVTFAC KT 
AAC TTC TCC ATG AAC GGA AAC AAG TCT GTT TGG TGT CAA GCA AAT 4.05 
MF5MN ; GNKSVWCQAN- 
AAT ATG TGG GGG CCG ACA CGA CTA CCA ACC TGT GTA AGT GTT TTC '450 
NMWGPTRLPTCVSVF 
CCT CTC GAG TGT CCA GCA CTT CCT ATG ATC CAC AAT GGA CAT CAC 495 
PLE'CPALPMIHNGHH 
ACA AGT GAG AAT GTT GGC. TCC ATT GCT .CCA GGA TTG TCT' GTG ACT 540 
TS'ENV GSIAPGLSVT 
TAC AGC TGT GAA TCT GGT "TAC" TTG CTT GTT GGA GAA AAG ATC ATT 585 
YS. GESGYLLVGEK.I I. 
AAC TGT TTG TCT TCG GGA AAA TGG AGT GCT GTC CCC CCC ACA TGT 630 
N.C LSSGKWS.AVP- PTC 
GAA- GAG GCA CGC TGT AAA 'TCT CTA GGA CGA. TTT CCC AAT GGG AAG 675 
E E *A' *R C K S L G. R . F P N G K 
GTA AAG GAG CCT CCA ATT CTC CGG GTT GGT GTA- ACT GCA AAC TTT 720 
V K. E P P' I LRVG.VT A N F 
TTC TGT GAT-.GAA GGG TAT CGA CTG CAA GGC CCA CCT TCT AGT CGG 765 
F C D , E G' Y R .. I . Q. G P. P S. S R . 
TGT GTA ATT GCT GGA CAG GGA GTT GCT TGG ACC AM ATG -CCA GTA 810 
CVIAG -QGVAWTKM. PV 
TCT GAA GAA: ATT TTT TGC CCA CTG CGG CCG CAG TCT AGA GAC AAA 855 
C E E I F. C P I E P ^ 5 R~~ D . K 
ACT CAC ACA 'TGC .CCA CCG TGC CCA GCA .CCT GAA- CTC CTG GGG GGA 900 
T ' .H T C P -P C P A P E L . L G G 
CCG TCA GTC TTC CTC TTC CCC CCA AAA CCCAAG GAC ACC CTC ATG 945 
PS. VF LFPPK'PKDTL U- 
ATC TCC .CGG ACC CCT GAG GTC ACA TGC GTG GTG GTG 'GAC GTG AGC 990 
I S' R 'T P E V f C V V. V. D V S 
CAC GAA GAC CCT GAG -GTG. AAG" TTC AAC TGG "TAC GTG GAC GGC GTG 1035. 
H E DP-E.VK.FfltfYVD GV. 
GAG 'GTG ,CAT AAT GCC AAG ACA' AAG CCG CGG GAG GAG CAG TAC AAC T080 
EV'.H'NAICTKPREE Q- .Y. N 
.AGC ACG TAC CGt GTG GTC AGC GTC CTC ACC -GTC CTG CAC- CAG GAC 1125: 
STYRVV. 'SVLTVLHQ.D. 
TGG CTG -AAT GGC AAG .GAG TAC AAG TGC AAG GTC TCC AAC AAA GCC 1170 
W'LNGKEYKC KVS'NKA 
' CTC CCA GTC CCC ATC GAG' AAA-.ACC ATC TCC .AAA GCC AAA. GGG CAG 1215. 
L p- V P 1 E X T ' I S K A K u G Q- 
CCC CGA 'GAA CCA £AG .GTG TAC ACC GTG CCC CCA TCC CG6 GAG GA'G 1260. 
P REP Q 'V Y T ' L P P S' R E E' 
ATG ACC AAG AAC CAG CTC AGC CTG ACC TGC CTG GTC AAA GGC TTC 1305: 
MTK.N. Q VSLTCLVKGF 
TAT CCC AGC GAC ATC GCC .GTG GAG TGG GAG AGC AAT GGG CAG CCG 1350 
y p- S D ' I A V E W E S N G' Q P 
GAG AAC AAC TAC A'AG ACC ACG CCT CCC GTG 'CTG GAC TCC GAC GGC 1395: 
EN NYK TTPPVLDSDG 
TCC HO TTC CTC TAT AGC AAG CTC ACC GTG GAC AAG AGC AGG TGG 1440 
SFFLYSKLT.VDKSRW 
CAG CAG GGG AAC GTC TTC TCA TGC TCC GTG ATG CAT GAG GCT CTG 1485 
Q Q G N V- F S C S V . M H E. .A L 
CAC AAC .CAC TAC ACG CAG AAG AGC CTC TCC CTG TCC CCG GGT AAA 1530 
HNHYTQKSLSLSPGK 
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FIGURE 30 
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FIGURE 31 



